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Introduction 

 

 In a 2009 article published in the 

journal Human Genetics entitled: 

“Extended Y chromosome haplotypes 

resolve multiple and unique lineages of the 

Jewish Priesthood”
1
 the authors found J1-

P58
2
 to be the most prevalent haplogroup 

among both Ashkenazic and Sephardic 

Cohanim.
3
 In the same study, the authors 

defined the extended Cohanic Modal 

Haplotype (eCMH), a series of 12 genetic 

STR
4
 markers which “represent a unique 

founding lineage of the ancient Hebrews 

that has been paternally inherited along 

with the Jewish priesthood.” The 

prevalence of J1-P58 among Cohanim 

along with the discovery of the eCHM 

together create a strong presumption that 

J1-P58 or one of its sub-branches 

represents the Aharonic yDNA group.
5
 

 

The question for our time of 

advanced yDNA testing is which 

sub-branch of J1-P58 would most 

accurately define the Aharonic 

yDNA haplogroup. 

 
 Beginning in 2009 with the publication 

of the Human Genetics article, there has 

been much speculation as to whether the 

J1-P58 branch is the actual lineage of 

Aharon the Priest. Since 2009, the J1 
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haplotree
6
 has undergone many expansions 

and it is no longer meaningful to speak of 

the J1-P58 group in the context of Cohanic 

history because it is now known that J1-

P58 formed many thousands of years 

before the time of Aharon. The question 

for our time of advanced yDNA testing is 

which sub-branch of J1-P58 would most 

accurately define the Aharonic yDNA 

haplogroup. 
 

The Cohanic Modal Haplotype 

emerges in haplogroup J1-ZS222… 

we may reasonably infer that 

Aharon’s haplogroup was J1-

Z18271 

 

Current Findings 

 

 In 2018, I initiated a Family research 

project at FTDNA,
7
 aimed at discovering 

the ancestry of a paternal great-

grandfather, Shmuel Khrszn HaCohen 

(SKH), of whom I had been able to 

discover next to nothing via more 

traditional researching methods. I knew 

then that SKH was in the eCMH group and 

was also in the J1-P58 haplogroup, which 

is downstream of J1-M267 (J1-M267 is at 

the top of the J1 haplotree). I scanned 

SKH’s yDNA matches on FTDNA and 

invited over 700 persons to join a family 

project. Of these, 199 matches joined as 

co-researchers, of whom 171 also shared 

the eCMH. This is a robust dataset the 

likes of which I do not believe has ever 

been applied to such a purpose before. 

 As a result of the project it has become 

apparent that emergence of the eCMH 

begins with persons in haplogroup J1-

ZS222: a) all (100%) of the project persons 

in branches upstream of J1-ZS222 (n=25) 

are eCMH-, b) two of three persons in the 

J1-ZS222* group are eCMH+,
8
 and c) all 

(100%) project members in sub-branches 
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downstream of J1-ZS222 (n=171) are 

positive for the  eCMH. Therefore it is 

reasonable to say that the eCMH formed 

sometime between the formation of ZS222 

and the formation of Z18271. 

 

Interpreting the Findings Historically 

 

 Using the FTDNA Block Tree, I 

calculate that J1-ZS222 emerged between 

2000 and 1400 BCE.
9
 The YFULL tree 

gives an estimate of between 4380 and 

2280 BCE.
10

 For J1-Z18271 I estimate a 

formation time between 647 and 163 BCE, 

while YFULL calculates between 1380 

and 380 BCE.
11

 So taking the widest 

combined range from these estimates we 

may say that the eCMH, the set of markers 

from the Human Mutation study which 

defines the largest number of Cohanim, 

formed sometime between 4380 BCE (the 

earliest ZS222 calculated formation time) 

and 163 BCE (the latest Z18271 calculated 

formation time).   

 

A proposition follows logically from 

these findings: persons who discover 

they are within the J1-S17446 sub-

tree, or descend from an ancestor 

within the J1-S17446 sub-tree, are 

themselves direct descendants of 

Aharon the Priest, and presumably 

distant nephews and nieces of Moses 

the Lawgiver and Miryam the 

Prophet. 

  

 Turning to the Biblical narrative, this 

time frame is consistent with the presence 

of the Israelites in Egypt: according to my 

estimated Biblical chronology, Levi, 

founder of the Levite Tribe, went to live in 

the Land of Goshen around 1600 BCE.
12

 

According to the Biblical genealogy, Levi 

is the direct patriline ancestor of Moses 

and Aharon, so it is a reasonable 

conjecture that Levi and Aharon should be 

part of the same haplogroup lineage. Using 

either formation time, mine or YFULL’s, 

the haplogroup of the Levite lineage was 

J1-ZS222 in 1600 BCE. According to my 

estimated Biblical chronology, Aharon 

lived circa 1200-1150 BCE, in a 

population that had resided in Egypt for 

four centuries. If we use the YFULL 

formation time, the haplogroup would have 

been J1-Z18271 by 1200-1150 BCE. If my 

estimate is used, then the haplogroup is 

still J1-ZS222 at that time. Therefore, 

current haplogroup formation times 

indicate the Aharonic haplogroup was 

either J1-ZS222 or, as is more likely given 

the current state of the evidence, its child 

J1-Z18271.
13

 
 
 
Conclusions and Implications 
 
 Returning to the project’s findings, I 

have mentioned that all (100%; n=171) 

persons in haplogroup J1-Z18271, or 

downstream from there, are eCMH+, 

whereas 2/3 of those in haplogroup J1-

ZS222 are eCMH+. The next piece of 

evidence from the project involves the 

persons with either a known Cohanic 

tradition in their families, or who still bear 

the surname Cohen or one of its numerous 

variants. To fully fathom this data, let me 

quickly explain that the Z18271 group 

splits into eight sub-groups probably 

during the early days of the Second 

Temple Period (these sub-groups are: J1-

S17446, J1-ZS2434, J1-237, J1-FT157560, 

J1-Y149601, J1-ZS2458, J1-BY64521, and 

J1-FT34605). The 171 project members 

finding themselves to be eCHM+ fall into 

these sub-groups: J1-S17446: n=145, J1-

ZS2434: n=10, J1- FT157560: n=5, and 11 

more whose exact location in these sub-

trees is not yet determined (but who are 

eCMH+). Five additional persons bearing 

the Cohen surname from various of the 
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sub-groups have been identified in the 

YFull database (one each in FT157560, 

ZS2434, and BY64521, and two in 

ZS2458). Of the 15 project members who 

are not in the S17446 sub-branch (i.e. all 

the other eCMH+ persons), there is only 

one who bears a a Cohen surname and/or 

descends from a confirmed Cohanic 

lineage (in J1-FT157560). Further inquiry 

is being made into Cohanic traditions of 

the five YFull Cohanim. 

 

 Some or all of the remaining 

Z18271+ lineages could represent 

priestly traditions scattered with the 

Lost Tribes of Israel. 

 

 For the moment at least, J1-S17446 is 

clearly a Sephardic-Ashkenazic sub-branch 

of Cohanim while there is some rare 

evidence now emerging of Cohanim in 

ZS2434, FT157560, ZS2458, and 

BY64521.
14

 From this pattern of evidence 

we may reasonably infer that Aharon’s 

haplogroup was J1-Z18271 and certainly 

conclude that at least one Cohanic 

descending line became J1-S17446.
15

 

Three other propositions follow logically: 

1) persons who are J1-Z18271+ but not J1-

S17446 may be, but are not necessarily, 

Aharonic descendants,
16

 2) persons who 

discover they are within the J1-S17446 

sub-tree of Z18271, or descend from an 

ancestor within the J1-S17446 sub-tree, are 

themselves direct descendants of Aharon 

the Priest, and presumably distant nephews 

and nieces of Moses the Lawgiver and 

Miryam the Prophet,
17

 and 3) some or all 

of the remaining Z18271+ lineages could 

represent priestly traditions scattered with 

the Lost Tribes of Israel, or possibly other 

Sephardic-Ashkenazic branches of 

Cohanim.
18

 

 

 

Ancillary Evidence: Samaritan High 

Priest Tradition 

 

 An intriguing lead comes from the 

Samaritan High Priest tradition and a study 

of Samaritan DNA conducted in 2004. 

According to Samaritan tradition, their 

High Priests descended from Eleazar, a son 

of Aharon the High Priest, until 1624, 

when for lack of an heir, the High 

Priesthood was shifted to another son 

Ithamar’s lineage.
19

  

 Due to various forms of population 

pressure, the Samaritans are known to be a 

highly endogamous group, so if the High 

Priest tradition is accurate there should be 

many J1-S17446 males in the population. 

In their study the researchers found that 8 

of the 10 Samaritan males tested resided in 

the J haplogroup (2 from J2-M67, 4 from 

J2-M172, 4 from J1-M267). Of these, the 

J2-M172 males all carried the Muslim 

Kurd Modal Haplotype, while all of the J1-

M267 males belonged to the Cohen modal 

cluster (i.e., CMH+).
20

 These facts do 

support the project’s findings in that here 

is a population claiming priestly descent 

from Aharon and expressing a large 

amount of J1-M267. Unfortunately, the 

2004 study was not able to go beyond the 

J1-M267 haplogroup clarity achievable 

today, so confirmation will have to wait for 

a future study to determine which, if any, 

J1-Z18271 sub-group(s) the Samaritan 

males belong to. Looking ahead to that 

day, we can anticipate that if the Samaritan 

J1-M267s turn out to be somewhere in the 

J-Z18271 sub-tree then it would be strong 

support for the Aharonic yDNA 

hypothesis, namely that Aharon’s 

haplogroup was J1-Z18271. 
 
Speculative Evidence: Ancient DNA 

 

 More speculative support comes from 

the world of ancient DNA. As a result of a 

thorough study of SKH’s affinities with 
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over 2,000 ancient DNA samples, I 

discovered a genetic match to two 

Egyptian Mummies dated to about 700 

BCE, buried at Abusir El-Meleq, Egypt 

(samples JK2911 and JK2134), 

representing about 14.2%
21

 of my paternal 

genome from that period in history.
22

 

JK2134 is identified as J1-YSC234,
23

 

which is five groups directly upstream of 

ZS222 which means he could in fact wind 

up testing positive for the more advanced 

ZS222 testing. JJK2911 is identified as J-

M205, which is in the J2 tree and therefore 

irrelevant here. 

 

…here is a population claiming 

priestly descent from Aharon and 

expressing a large amount of J1-

M267. 

 

 It is not clear from what stratum of 

society they were, nor is there any 

indication that they were anything but 

ethnic Egyptians, but the DNA affinities 

beg the question: could JK2134 have once 

been a descendant of Israelites from the 

sojourn period? If so that would support 

the narrative that the J1-ZS222 lineage and 

its progeny resided in Egypt in the 7-8 

centuries immediately prior to 700 BCE.  

 An alternative narrative could be that 

the individuals were Samarians or Judeans 

in exile from either the Assyrian or 

Babylonian conquests, entering into Egypt 

much later than the Exodus period. If that 

were the case I would expect a larger 

percentage of matching between SKH and 

the mummies. I take the possibility of 

JK2134 being in the same sub-tree as the 

y-chromosome Aaron as corroborative 

evidence for the scenario presented in this 

paper. Further specification of the JK2134 

haplogroup, as well additional 

archaeological data on the burial, would be 

helpful in determining whether there is any 

validity to this research angle. 

 

Speculative Evidence: R’ Akiva 

HaCohen Katz of Salonika  

 

 As it turns out there is a tantalizing 

factoid in the literature which the current 

yDNA findings may eventually 

corroborate. R’ Akiva HaCohen Katz of 

Salonika (ca. 1360-1400), according to 

legend and several rabbinical 

genealogies,
24

 is reported to have been a 

direct descendant Eli the High Priest, a 

Biblical personage during the time of the 

Judges and Samuel. Eli is described in the 

Bible as a direct patriline descendant of 

Aharon the Priest via his son Ithamar (the 

same Ithamar claimed as a Priestly 

ancestor by the Samaritans). Studies are 

now underway to positively identify 

patriline descendants of R’ Akiva. If any 

found descendant(s) happens to be in the 

J1-S17446 sub-tree, then it would signify 

supportive evidence for the proposition 

that J1-S17446 is at the apex of an 

Aharonic yDNA sub-tree. I am the first to 

admit that this particular line of inquiry is a 

very steep and slippery slope to climb, but 

mention it anyhow in the spirit of leaving 

no stone unturned. Some rabbinical 

legends may hold a kernel of truth. 
 
 
Next Steps and Afterword 
 
 I present these preliminary project 

findings, together with several tenuous 

clues and speculations, for the immediate 

benefit of researchers who may in turn 

introduce supporting, or contravening, 

evidence of their own, and for geneticists 

possessing more sophisticated analytical 

tools (whom I would welcome to mine the 

project data). Genealogists who are  

curious about their own J-M267 Aharonic 

connection are invited to join the project at 

any time.
25
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Genealogists who are curious about 

their own J-M267 Aharonic 

connection are invited to join the 

projects at any time (please see fn. 7 

for details). 

 

 The hypothesis presented in this paper, 

in conjunction with the biblical chronology 

of Patriarch Jacob’s sons, implies that any 

claim of patrilineal descent from Jacob 

requires identification with the J1-ZS222 

haplogroup, or one of its many sub-

branches. This would in turn imply that 

descendants of all twelve of Jacob’s sons 

would also fall into this same haplogroup 

tree, and that for example, King David, a 

descendant of Jacob via Judah would be in 

the same general haplogroup tree as Moses 

and Aharon, descendants of Jacob via 

Levi. 

 An alternative hypothesis derives from 

the probable effects of the 400 years of 

captivity in Egypt having caused an 

impenetrable genealogical 'black box' with 

no possible certainty as to patriline 

continuity between the many generations 

between the initial enslavement and the 

Exodus. Under this scenario, the biblical 

genealogy showing Jacob (time of 

enslavement) as the direct patriline 

ancestor of Moses and Aharon (time of 

Exodus) would be considered a symbolic 

factoid.  

 Since there were also many other 

haplogroups, both from within the J line 

and from other macrogroups in pre-

Hebraic Canaan and in the early Hebraic 

population, it seems more likely that the 

twelve tribes were founded not by 12 

haplgroup-identical brothers but by 

persons of various and sundry haplogroup 

origins Thus it would be impossible to 

prove or disprove whether the haplogroup 

of Aharon descends from the same 

haplogroup of Jacob, Abraham, Arphaxad, 

and and Noah.
26

 

 Under either of the preceding 

scenarios, by the time of Aharon, his 

haplogroup is hypothesized to have been 

either J1-ZS222 or J1-Z18271. It must be 

emphasized that the hypothesis of this 

paper does not prove the biblical account. 

Instead it shows that at some point in 

Jewish history, whether in the person of a 

person named Aharon during those Exodus 

times, or in the person of someone 

unknown individual who lived at a later 

time, the predominant Cohanic lineage is 

now identifiable with certain J1-Z18271 

lineages. 

 As for Cohanic traditions who are not 

in the J1-Z18271 set of lineages (i.e., the 

many other Cohanic haplogroups described 

in the Human Genetics paper, as well as 

Levitical haplogroups described in other 

papers
27

), this is likely explained by 

cultural adaptation in sub-populations 

where J1-Z18271 branches did not produce 

a replacement priest or Levite, and thus a 

suitable person expressing another yDNA 

haplogroup, perhaps sometimes the spouse 

of a Levitic/Cohanic daughter, was given 

the officiating role. This sort of switch 

probably occurred numerous times, with 

the new lineages becoming instituted in 

various sub-populations and sub-cultures, a 

necessary and socially beneficial response 

to the exigencies and vagaries of human 

reproduction. 
   © Adam Cherson 2020 

 

 

                                                 
1 Hammer, M et al. “Extended Y chromosome 

haplotypes resolve multiple and unique 

lineages of the Jewish priesthood”,  Hum Genet 
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2 A word about terminology: the human haplotree 

has been split into various major (or macro) sub-
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branch may or may not branch into two or more 

sub-branches, and this process may be repeated 

myriad times until we reach the present generation 

time. This process creates a large and complex 

haplotree. Every branch is defined by one or more 

Single Nucleotide Polymorphisms (SNP), and 

named by one of those SNPs. So, for example, J1-

P58 is a J1 haplogroup defined by the SNP called 

P58. Any person who tests positive for the SNP 

named P58 is considered to be in the J1-P58 

haplogroup. It bears emphasizing that J1-P58 is by 

no means the first or the last sub-haplogroup on the 

J1 tree. Persons who are positive for J1-P58 may or 

may not test positive for many other haplogroup-

defining SNPs. Please download 

https://tinyurl.com/y9k5anl8 for a graphic showing 

the state of the J1-P58 haplotree as of this writing. 
3 The Hebrew word for priest is Cohen. According 

to Jewish Biblical tradition, as written in the Old 

Testament, Aharon haCohen (The Priest), who 

lived with his people in the Land of Goshen 

(Eastern Egypt) and who was the brother of Moses, 

was the original and first High Priest of the 

Hebrew/Israelites. 
4 For a detailed description of the CMH see: 

https://learn.familytreedna.com/jewish-dna-

testing/cohen-match-badge/ (last accessed 14 Jun 

2020); Short Tandem Repeat: “occurs when a 

pattern of two or more nucleotides are repeated and 

the repeated sequences are directly adjacent to each 

other… By identifying repeats of a specific 

sequence at specific locations in the genome, it is 

possible to create a genetic profile of an 

individual.”  Definition of Short Tandem Repeat, 

from ISOGG; 

https://isogg.org/wiki/Short_tandem_repeat (last 

accessed 13 Jun 2020). 
5 Hammer et al. show 60 Cohanim in the J2 sub-

tree versus 99 in the J1 tree. Can we be sure that J1 

and not J2 is the Aharonic lineage? The reason we 

can is that almost all (87/99) of the J1 Cohanim 

share the identical extended Cohanim Modal 

Haplotype, with ten more differing at only one 

locus, and as shown in this study, all are clustered 

around the same tight sub-tree (J1-Z18271). The J2 

Cohanim do not display such homogeneity and are 

scattered across distant areas of the J2 macro tree, 

which indicates they do not share a common 

ancestor from the Exodus period. In an age of 

conspiracy theories, it behooves us to recognize this 

possible critique: perhaps the J1 Cohanim stem 

from a very old imposter line (i.e., not the original 

Aharonic line) that somehow managed to hijack the 

tradition. Rather than enter those turbid waters, I 

think it is fair for now to put forward the findings 

                                                                       
and let researchers and genealogists draw their own 

conclusions. I refer those interested in further 

examining the ancient phylogeography of J1 

Cohanim to the paper: Meanwhile in Megiddo: 

Exploring the Araxian Pedigree of Munye der 

Chazzan into the Last Glacial Period via the 

Patriarch Abraham and Dzudzuana the Caveman 

https://www.academia.edu/44710820/.   
6A yDNA haplotree is a structural depiction of the 

branched haplogroups and sub-haplogroups. 

Standard haplotrees are maintained by the 

International Society of Genetic Genealogists 

(www.isogg.org), but due to the pace of testing, the 

last updated haplotree on ISOGG may not be as 

accurate as the one maintained by Family Tree 

DNA (FTDNA), a testing company. Haplotrees are 

continuously updated as more persons are added to 

the database as a result of yDNA testing. In this 

article I will be using the FTDNA haplotree in 

effect as of the date of writing.  
7 https://www.familytreedna.com/groups/cherson-

family-project/about (new project members 

welcome at any time); alternatively, interested 

researchers may also join either of these two YFull 

Groups: a) https://www.yfull.com/groups/j-zs241/, 

or the newly-formed b) 

https://www.yfull.com/groups/j-z18271/    
8 The ‘*’ following a haplogroup designation 

indicates that they the person has been tested and 

proven negative for all the next downstream 

haplogroup(s), meaning in this case that ZS222 (or 

some as of yet undiscovered sub-group) is  the 

‘terminal’ group identification. If a new 

downstream group is later discovered for these 

persons it may require a slight re-adjustment of the 

model but will not affect the primary findings 

herein. 
9 My calculations are based on an average mutation 

rate of about 79 years for each each new SNP 

marker, starting with an emergence time of 36,000 

ybp for the M-267 (J1) haplogroup. 
10 https://www.yfull.com/tree/J1/ (last accessed 14 

Jun 2020). 
11 https://www.yfull.com/tree/J1/ (last accessed 14 

Jun 2020). 
12 I make this calculation as follows: 1) King 

David’s reign occurs circa 1000 BCE, 2) the 

Exodus occurs amidst the downfall of the New 

Kingdom of Egypt during the reign of one of the 

post-Rameses III Pharaohs (i.e. Rameses IV to 

Rameses XI), circa 1200-1150 BCE, 3) Exodus 

6:16-6:20 provides the lifespans for the generations 

between Levi and Aharon, which totals 430 years, 

and therefore 4) Levi lives circa 1600 BCE. 
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13 Incidentally, as the eCMH may have formed 

prior to the life of Aharon, then it should perhaps be 

identified as an extended Levitic Modal Haplotype 

(eLMH), since it is sign of Levitic yDNA origins, 

but not necessarily Cohanic yDNA origins. 
14 A lack of Cohanic-tradition knowledge or 

surname(s) could also be a sign of cultural amnesia. 

An unexplored possibility is that the S17446 sub-

branch is an Ashkenazic-Sephardic branch while 

some, or all, of the parallel sub-branches descend to 

Cohanic traditions in other parts of the Diaspora. 

For, example there is evidence starting to appear of 

a Z18271 sub-branch of Pontic/Trans-Caucasus 

Cohanim which could be a product of a Lost Tribe 

repatriated by Assyrians to the land of the Medes 

and which from there migrated into Eastern Turkey 

and the Trans-Caucasus when Medes held those 

territories. Cohanic classification of the branches 

parallel to S17446 is an active area of research. 
15 As the project moves forward, if additional 

evidence shows that one or more of the other sub-

branches of Z18271 fed into a Cohanic tradition, 

then it is no problem for the model to consider 

additional Cohanic sub-branches within Z18271.  
16 Which Z18271 lines are or not Aharonic is being 

investigated via FTDNA and YFull projects. 

Apropos of this work, a recent study published in 

the South African Medical Journal 

(doi:10.7196/SAMJ.7297) determined that while 

the Lemba Tribe do descend from the Semitic J1-

P58 branch, more recent testing shows that none of 

the samples are within the Z18271 sub-branch, 

indicating that the Lemba Cohanim are part of a 

Semitic, and still possibly Jewish, Diaspora, albeit 

from a non-Aharonic sub-branch: there are other 

sub-branches of J1-P58 besides Z18271 which are 

associated with modern-day Jews elsewhere in the 

Diaspora. I would like to see the terminal branches 

of the Lemba P58 yDNA examined to a finer grain. 
17 Presumably because the sole evidence for Moses 

and Aharon and Miryam being blood siblings 

comes from the Bible. 
18 From time to time I will be adding new evidence 

regarding the parallel lineages in this footnote (last 

updated on 08 November 2021): a) three Karaite 

Kohanim have been identified as being CMH+ and 

belonging to ZS2458>ZS2462; Comment: these 

persons have paternal ancestries from Quba, 

Azerbaijan (mountain jew) and Crimea, and could 

represent a Westward migration of ‘Lost Tribe’ 

Cohanim; see: Gover, Meir HaLevi, (2020) 

Mountain Jews of Quba Azerbaijan, 2nd Ed, p. 351: 

https://www.academia.edu/42469364/, b ) there is a 

new Z18271 sub-branch: FT303739. This sub-

branch is populated by two persons, both from the 

                                                                       
Benveniste of Rhodes family. Based on the history 

of the Benvenistes, this branch of the Benveniste 

family descends from the HaLevy-Benveniste 

family of Medieval Girona, Spain, who according 

to legend descended from Samuel the Prophet: this 

legend is now corroborated by the yDNA evidence 

showing that FT303739 is a sibling and 

concurrently formed branch to the Cohanic S17446, 

and is therefore correctly placed to be a Levitic 

branch, c) these are the currently known sub-

branches of Z18271, all formed ca. 1200 BCE, 

along with their current tribal classifications: 

FT303739: Levitic; FT34605: Canaanite-Gentile 

(possibly non-Cohanic Lost Tribe); BY65421: 

Cohanic; (possibly Lost Tribe) ZS2458 Cohanic 

(posibly Lost Tribe); ZS2434: Levitic; Y146901: 

Canaanite-Gentile; FT157560: Cohanic (some 

Sephardic/Anusim(?); two possible Lost Tribe sub-

branches: BY57528 and BY55414); ZS237: 

Canaanite-Gentile; FT280381: only one sample in 

dB (from Yemen), no further data yet available; 

S17466: Cohanic (S12192 is main 

Sephardic/Ashkenazic Cohanic branch, plus two 

new sub-branches which may be Lost Tribes: 

FT104457 and FT155078). What these data are 

showing is that the historical Kohath lived 

sometime between 1437 BCE and 1200 BCE, and 

was most likely in the Z18271 group. His grandson 

Aharon the Priest was also in the Z18271 group. 

Aharon's descending lines are (i.e., the known 

Cohanic lines): ZS2458, FT157560, and S17446. 

Kohath's descending lines are the three Aharonic 

ones plus the Levitic FT303739. The origins of the 

Levitic ZS2434 are not clear (could be Kohatite or 

Gershonite or Merarite or something else). Of these 

five lines, three are possibly Lost Tribe branches, 

and there are two possible Lost Tribe sub-branches 

in S17446 and two more in FT157560). The four 

remaining branches are Canaanite-Gentile lines 

(FT34605, Y146901, ZS237, FT280381), which 

may represent Lost Tribe groups, that may or may 

not be Levitic. There is no evidence of Jewish 

cultural memory in any of these four Canaanite-

Gentile groups at present so their status remains 

unclear. 
19https://tinyurl.com/y83a9nvc (last accessed 14 Jun 

2020). 
20 Shen, P et al., “Reconstruction of Patrilineages 

and Matrilineages of Samaritans and Other Israeli 

Populations From Y-Chromosome and 

Mitochondrial DNA Sequence Variation”, Human 

Mutation (2004) 24:248-260, doi: 

10.1002/humu.20077. 
21 The study producing this result has not yet been 

published. 
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Saharan African ancestry in post-Roman periods”, 
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23 All Ancient DNA Dataset, Indo-European.eu, 

https://indo-european.eu/ancient-dna/, last accessed 

21 June 2020. 
24 See for example Zikron Yosef by R’ Yosef 

Yoskevitsh (https://tinyurl.com/ybsqm3gm (last 

accessed 14 Jun 2020) as well as various other 

sources excerpted on the ‘Media’ tab of the GENI 

profile page of R’ Akiva 

https://tinyurl.com/ya6ragbg (last accessed 14 Jun 

2020). 
25 See footnote 7. 
26 In a companion paper I show that whether or not 

the ydna haplogroup remained the same from Noah 

to Aharon, the dna evidence does sustain a 

hypothesis of genetic continuity from the earliest 

times of Near Eastern history through the rise of the 

Hebrew people and continuing until today: 

“Meanwhile in Megiddo: Exploring the Araxian 

Pedigree of Munye der Chazzan into the Last 

Glacial Period via the Patriarch Abraham and 

Dzudzuana the Caveman” (December 14, 2020) 

https://tinyurl.com/539ra4dh  
27 For example see: Behar, D et al., “The genetic 

variation in the R1a clade among the Ashkenazi 

Levites’ Y chromosome”, Scientific Reports (2017) 

7: 14969, doi:10.1038/s41598-017-14761-7. 



Tracing the yDNA Lineage of Aharon the Priest: Supplemental Data 

Adam Cherson: 23 January 2021 

 

Some recent research has allowed the re-construction of the yDNA from Aharon the Priest through all the 

Z18271>S17446>S12192 branches of the Khrszn HaCohen Project, via a number of Gaonim from the Sura 

Academy. Over time it will be incumbent on persons interested in this genealogy to verify, to the extent 

possible, each general step in the ladder. 

 

I have summarized the connection points for each major sub-branch below. 

 

The period between Yshmael ben Elazar HaCohen bca 85CE and Zadok bca 940 BCE is somewhat 

uncertain as to every generational step due to the difficulty of locating historical sources for this period. 

Likewise, in the upper regions of the tree, pre-Aharon, I have applied my own interpretation of the biblical 

genealogy as explained elsewhere in this paper. There are likely to be missing generations and birth/death year 

inaccuracies in the BCE ranges of the tree, but these errors and omissions do not break the continuity of the 

lineage as shown. 

 

Please note that the this lineage re-construction represents only one of probably many Cohanic lineages 

descending from Aharon the Priest and the inclusion of any found sub-branches does not imply the exclusion of 

any other sub-branches not yet identified. 

 

1) all persons in the BY68 and ZS2375 sub-trees share a common ancestor near or in the person of Huna 

ben Ravina HaCohen bca 420 CE – dca 480 BCE. Huna is the son of the Ravina who is “considered to 

be the last Amora in the Gemara.” 

a. Comment: I cannot trace the BY68 tree any further than this using the current GENI and DNA 

information 

2) A: all persons in the ZS2375 and BY32850 sub-trees share a common ancestor near or in the person of 

Yakov ben Hanania HaCohen bca 675 CE – dca 730 BCE. R’Yakov was Gaon of Sura from 712-730 

and a native of Nehar Pekiod (i.e. Nehardea) 

a. Comment: I cannot trace the BY32850 tree any further than this using the current GENI and 

DNA information 

B: all persons in the ZS2375 and BY32850 sub-trees are of Davidic descent via Haninai Achunai ben 

Hunai bca 610 – dca 689 via his spouse Addoi bat Bustenai, a descendant of King David’s via her father 

Hananiya Bustenai ben Haninai bca 589 – dca 638  

3) all persons in the ZS2374 sub-tree share a common ancestor near or in the person of Meir ben YaKov 

HaCohen bca 700 CE – dca 756 BCE. R’Meir was Gaon of Sura from 748-756 and a native of Nehar 

Pekiod (i.e. Nehardea) 

a. Comment: I cannot trace any sub-tree of ZS2374 other than Y113483 any further than this using 

the current GENI and DNA information 

4) all persons in the Y113483 sub-tree share a common ancestor near or in the person of Hillai ben Mari 

HaCohen bca 730 CE – dca 798 BCE. R’Hillai was Gaon of Sura from 789-798; R’ Hillai is the last 

known common ancestor of the FT134548 sub-tree, a sub-tree that in one sub-branch (FT204486) 

includes R’ Akiva the Elder of Salonika, R’Shabtai HaCohen (the Shach), and in another sub-branch 

(BY117385), R’ Shlomo HaCohen (Tiferes Shlomo) 

5) all persons in the ZS11209 sub-tree share a common ancestor near or in the person of Natronai ben 

Hillai HaCohen bca 770 CE – dca 861 BCE. R’Natronai was Gaon of Sura from 853-861 

a. Comment: I cannot trace the FT20922 sub-tree any further than this using the current GENI and 

DNA information 

6) the ZS11209 descending tree includes personages such as: 

a. Meir ben Yakov HaCohen bca 845 CE – dca 900 CE, who movedf from Sura to Erets Israel 

b. Yehuda ben Moshe HaCohen (Sir Leontin) bca 905 CE – dca 975 CE, who is not only known for 

being a teacher to Me’or ha-Golah, but is probably the ancestor who made the move from the 

Near East to Mayence 



c. Yehuda ben Meir HaCohen (grandson of ‘b’) bca 980 CE – dca 1040 CE, author of Sefer 

Hadinim, and whose daughter became a matriarch to the Yoffe family 

d. Yekuthiel Rapa HaCohen bca 1395, aka the Rapa of Venezia 

7) Based on the entirety of the Khrszn HaCohen yDNA pedigree, I have calculated the residencies since 

the time of Patriarch Abraham: 

 

Khrszn HaCohen Residencies (since Abraham)

40%

10%
18%

30%

2%

Israel/Canaan Egypt Babylon Europe America

 
 

Here are the historical period summaries: 
(NOT ON CHART) Time immemorial to 1750 BCE: Northern and Western portions of the Near East and the 
Transcaucasus (what is today: Azerbaijan, Armenia, Eastern Turkey, Northern Iraq, Northern Syria, Northwestern Iran, 
Lebanon, Jordan, Israel, the Palestinian Territories, and Northwestern Saudi Arabia) 
ca. 1750 BCE to ca. 1600 BCE: Canaan 
ca. 1600 BCE to ca. 1200 BCE Egypt (captivity) 
ca 1200 BCE until the end of the 2

nd
 Temple Period: Israel 

ca. 135 CE (after expulsion from Judea): Nehardea and Sura areas (near to what is today Fallujah, Iraq) 
135 CE to about 875 CE: remained in Nehardea and Sura areas (many direct line Khrszn ancestors were Amoraim, 
Savoraim, and Geonim) 
ca. 875 CE: moved from Sura to Eretz Yisrael 
ca. 950 CE: moved from Eretz Yisrael to Europe: probably first to Southern Italy (towns of Gaeta, Benevento, or Oria) and 
then later to Mayence (at that time part of France, today is called Mainz, Germany)  
950 CE to 1835: many places in Europe (for the period from 950 CE to 1835 all that can be done is to number the 
generations with no names or places attached because no further information about this time has been, or may ever be, 
discovered) 
1835 to 1941: Lite (Polish-Lithuanian Commonwealth) 
 
Summary: the patriline ancestry of Shmuel ben Yosef HaCohen spent many thousands of years in the Northern and 
Western portions of the Near East and the Transcaucasus, then 150 years in Canaan, then 400 years in Egypt, then 
1,335 years in Israel, then about 740 years in Babylon (Iraq), then another 125 years in Israel, then about 1,200 years in 
Europe, and now…America (and some Europe and Israel). 


